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1. Zebrabase 3

1. Zebrabase 3

Dear User,

Welcome to Zebrabase, an intuitive database developed for research facilities that
house laboratory animals. Zebrabase combines comprehensive animal stock tracking
and management functionalities with advanced visualization and reporting options.
Zebrabase supports access via desktop browsers (Win/Mac/Linux) or mobile devices.

This manual will lead you through every step in the process of setting up and using
Zebrabase in your animal facility. All developed features are described in the manual as
well as the general workflow. The manual is continuously updated. Please note: some
functionalities may not be available in your version of Zebrabase, either because your
pay plan does not include them or because they are only enabled upon request.

In the introductory email, you have been provided with the web address of your
database instance and a single admin account that will enable you to use all the
features available in Zebrabase. If you wish, you can first visit our demo instance
loaded with sample data and test the system before you start the configuration of your
instance.

If you encounter any problems, please, use the help desk to report them. The help desk
can also be used to suggest improvements or new features for future versions of
Zebrabase.

Zebrabase is a non-profit project. We charge a fee to partially cover the expenses of
running the service. To support starting labs and small research facilities, we provide a
Basic plan that includes up to 150 tanks. For larger facilities, with more active
substocks and users, we offer the Standard or the Premium Plan. These include various
sets of features and an unlimited number of tanks. For more information on pricing and
features, please, visit the Zebrabase pricing.

Your Zebrabase Team
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2. GUI

2. GUI

2.1 Basic navigation and messaging system

' There is a video tutorial available for this section. ]

Zebrabase can be accessed from any web browser, however, it is optimized for Google
Chrome. For each Zebrabase licence (purchased by a zebrafish facility, for example),
there is an independent database instance running. To access your instance, use the
unique URL prefix of your instance and type in <prefix>.zebrabase.org into your
browser.

2.1.1 Basic navigation

The Home page is the first page the user sees after logging in. It consists of tiles that
navigate the user to the main sections of Zebrabrabase. Please note that some sections
from the image below may be unavailable due to the pay plan settings and user
permissions (home page for the Premium plan with admin permissions is shown).

On the top, there is the main navigation panel which can be accessed from any page.
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https://youtu.be/AwnPK2sX7EM
../attachments/01-Basic-navigation/home_page.png

2.1.2 Messaging system

Help QR code scanner

Main menu drop-down
menu

Messages Logout

Fish Facility Calendar Projects Stats Admin QF @Help~ @ & TestAdmin (& | ZB3-ARM

Fish Facility Calendar
Browse substocks View facility Requests and planning
Projects Stats DB Admin
Projects and experiments View facility statistics Database administrator
Tutorials

Learn how to use Zebrabase

Each section (for example Fish) has its submenu that directs the user to the specific
pages of the section.

Submenu

Fish Facility Calendar Projects Stats QF @Help~ ®© & TestUser (® | zB3-ARM

Genotypes Fishlines Stocks Substocks
Dooon (For] Bl ¢z oaBsn
Active fiters

2.1.2 Messaging system

The inbuilt messaging system allows users to send and receive messages, or to receive
system notifications. To access it, click the envelope icon in the upper right corner.

To write a new message, click the blue paper plane icon. To reply to a message, go to
its detail and click Reply or Reply to all.
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../attachments/01-Basic-navigation/home_page.png
../attachments/01-Basic-navigation/submenu.png
../attachments/01-Basic-navigation/submenu.png
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../attachments/01-Basic-navigation/messages.png

2.1.2 Messaging system

Search messages Send new
filter/quick search message
Fish Facility Calendar Projects Stats B & TestUser ® |ZzB3-ARM
Recvived messages Sent messages New message
Subject From To Text Sent
ZebraBase request notification root  faciity  Newrequestwas created by alesbalik and assigned to you. Setup for crossing fishline WT (AB) https:... 2021-05-17 09:56 [UTC]
ZebraBase request notification root  faciity  Newrequestwas created by jovana and assigned to you. Setup for crossing substocks p53M214¢ 2021-05-10 12:34 [UTC]
ZebraBase request notification root  faciity  Newrequestwas created by jovana and assigned to you. Cross fishline WT (AB) https://zebrabase.cz/c... 2021-05-10 12:29 [UTC]

NOTE: For system notifications, there is also the option to receive emails or Slack

messages, see chapter Notification system for more info.
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2.2 Lists

2.2 Lists

2.2.1 Filters

Filtering is possible according to nearly any variable in the list. To open the filter
settings, click the filter icon in the upper left corner. Choose the parameters and then
click Apply filter, this will set your filter for the current session (the filter will remain
after leaving the page, but will reset after logging out).

The second option is the Quick search, which searches for a string in the name or the
ID.

Reset Get filter
filter URL Export Organize
Filt Filtered items / All items list columns
ilter

Quick search Save filter

Fish Facility Calendar = Projects Stats > @Helpr ©B & TestUser (® | ZB3-ARM

‘Esu. «nz 3 4 » 14 |5 666/14700

Name f<] BG F-gen Num Birth Status Count Position Owners Responsible Workgroups  Project Funding Use Statusbar D

(o | CD Lab
" i 0 A g
[a] wres e ® T popings |kt notset @ facility e N @ ¥ & i B 7524-16703
Q| | cdsrerpes ©  AB 1 e tset @ e va coLab 0 2 7519-16694
[a e « oy [merodictve)  notset i v a LA WY - |
— -
‘ Q| casPer [ ® AB 9 e | unproductive 25 @ BO1:D04 fe cDLab @ o 4 a 7506-16686
g

Q] | casper e ® g = unproductive 2% ©  COZE03 i o Lat @ % & & 8 7506-16685

Active filters (both session and URL) are listed just above the list. The whole panel is
hidden when there are no active filters. Individual filters can be cleared from this list,
another option is to Clear all filters in the filter settings.
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../attachments/01.1-Lists/substocks_filters.png
../attachments/01.1-Lists/substocks_filters.png
../attachments/01.1-Lists/substocks_filters.png
../attachments/01.1-Lists/filter_settings.png

2.2.1 Filters

Active filters Clear filter
Fish Facility Calendar Projects Stats QF @ Help ~ B & TestUser (® |ZB3-ARM
Genotypes Fishlines Stocks Substocks
Daoan S BETRERr oaon

[Actlveﬁlters: satus ¢ (Gead. ot @-merged x )| (@ =

Load custom filter v | v

Name contains: Description
contains:
Date of birth: After  yyyy-mm-dd Before  yyyy-mm-dd
» Fishline & genotypes » Users &groups
» Status & tags
v Apply filter Reset to defa @ Clearfite
Name ©  BG  F-gen Num Birth Status Count  Position Owners Responsible Workgroups  Project  Funding Use Statusbar D
[a] wiee) e ® 1 et SRR notst@ facility ot ¢ % & af] 7526703
2023-11-23 : Core Fishlines i
-
[a]  comorper e ® 1 nprodictive’  notset 4 s iva coLan e o1 af] 7sw-ee0
2023-11-21
—— R
Q| casper ® AB 9 =" | unproductive 25 @ B01:D04 fe coLab ¢ o o B 7506-16686
Reset to Clear all filters

default filter

Default filters

When a filter is active, the user can click the Save button and save it as User default
filter. Admins can also set an Instance default filter. Default filters are set up after
logging in and are stored in the session. User settings are the primary source for the

default filters, while the facility settings form the secondary source.

Both types of default filters use the same format of key: defaults.list.<page>.filter
(e.g. defaults.list.substock.filter ), the value is a JSONised dictionary

attribute[ operator]: value .

Custom filters

Another option when saving is the Custom filter. Each user can save the current filter
settings as a custom filter and share them with others by setting the option public to
the filter when saving.
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../attachments/01.1-Lists/filter_settings.png
../attachments/01.1-Lists/filter_settings.png
../attachments/01.1-Lists/custom_filter.png

2.2.1 Filters

Sharing settings
private / public

Save current filter

Name

Sharing | Can other users see and use this filter?
Custom filter [ private

Filters

(‘status ¢ (dead. ¢-spiit. ¢ -merged) X

Description

After saving, a new field Load custom filter will appear in the filter settings. The user
can select the custom filter by typing in its name or by selecting it from the drop-down
menu. The filter is loaded by clicking the checkmark icon Load filter.

Select custom
filter Load filter

Fish  Facilib Calendar Projects Stats QF

@Help~ [ B TestUser & | ZB3-ARM

«2 3 4 » 14 5 667/14701

[ Load custom filter

Q)

Name contains: Description

g
S
7

Date of birth: After  yyyy-mm-dd Before = yyyy-mm-dd

» Fishline & genotypes » Users & groups

v Apply filter < Reset to default @ Clear fitter

Name >  BG  F-gen Num Birth Status Count  Position Owners Responsible Workgroups  Project

Funding Use Statusbar )
@ WT (AB) e ® 8 1 e SR notset @ e facility cotan @ o 4 z:.B 7524-16703
2023-11-23 Core Fishlines i
-
[a]  casrcrper e ® 1 e Cpodiivel  notset  fs va coLab e o i af e
2023-1-21
-
=

Custom filters can be managed in Admin/Codebooks/Others/Custom filter.

- 10/1 62 - zebrabase.org


../attachments/01.1-Lists/custom_filter.png
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2.2.2 Columns

Filter URL

Filtering can also be done using URL parameters. The user can get the URL of a
currently used filter by clicking Get filter URL. URL filters have higher priority over
the session filters and will be lost after leaving the page.

The URL filter format is Django-based with one exception: negative filters end with !,
so for example status in! means "status not in ...". Values for the in operator are
comma-separated.

Example:
JSON filter settings

{"status_in!=dead, -split, -merged", "stock date of birth gte": "2010-01-01"}
corresponding URL filter

/list/substock?status in'!=dead, -split, -merged&stock date of birth gte=2010-01-01 .

There are two special URL parameters related to filters. Parameter url omits all
session filters so that only URL filters are used (this is used in generated links in
Zebrabase). Parameter all displays all objects including any previously deleted
objects.

Examples of use:
zebrabase.org/list/substock? all
zebrabase.org/list/substock? all& url

zebrabase.org/list/substock?genotypes isnull=True& url

2.2.2 Columns

Columns to display in a list and their order can be organized in Column settings. The
form is invoked by clicking the cog icon on the right side of the list toolbar.

If the column setting originates from the instance default the icon will change to:

If the setting is a personal default the icon will change to:
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../attachments/01.1-Lists/cog_icon_1.png
../attachments/01.1-Lists/cog_icon_1.png
../attachments/01.1-Lists/cog_icon_1.png
../attachments/01.1-Lists/cog_icon_2.png
../attachments/01.1-Lists/cog_icon_2.png
../attachments/01.1-Lists/cog_icon_2.png
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2.2.2 Columns

The form is divided into two panels, on the left side there are the active columns that
will be displayed in your list, and on the right side there are the inactive columns. To
display a column in your list, simply drag and drop it into any position in the left panel.

Load column settings
Temporary / Personal default / Instance default / Zebrabase default

Use drag & drop to sele ct columns to display

Current settings source: i nce drop instance default

st (] e [ ]

Displayed columns Not displayed columns

Name (name) Fishline ID (id)

In facility since (in_facility_since) Generated name (name_gen)

Background (background) Alias (alias)

Genotypes (genotypes) Suffix (suffix)

Burden checks (burden_checks)

Burdens (burdens_editable)

Workgroups (workgroups) Stocks (list_stocks)

Projects (projects) Observ. (link_to_observations)

Substocks (list_substocks) 9 (observations_modal)

(
(
(
%
( ) [
E
(
(
(2

Attachments (attachments) [Fundlng (funding)

Description (description)

[
[
[
[
[
[Responsible (responsible)
[
[
[
[
[

[GEREERENIEEl 2 Setas mydefault | 2e3 Setasinstance default

Display column Save current settings
on mobile device / PC Temporary / Personal default / Instance default

Column settings can be stored as Personal default by any user or as Instance
default by the admin. The default user settings can be reverted from a confirmation
message above the list or in the column settings.

The columns to be displayed are by default shown on both mobile and desk devices.

Clicking the blue phone or PC icon will de-select the column from being displayed on
that device.
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2.2.3 Export

2.2.3 Export

Filtered lists can be exported as .XLSX files by clicking the download icon in the upper
right corner. The items in your list can be managed by the filter settings, however,
column settings will not transfer into your exported file.

If you encounter problems with exporting, please check the length of your filtered list.

Very long lists can have problems with export, and the option to export is not offered
for excessively long lists.
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2.3 Fish

2.3 Fish

‘ There is a video tutorial available for this section. ]

The section Fish provides access to the lists of Genotypes, Fishlines, Stocks, and
Substocks.

2.3.1 Genotypes

Genotypes are the elementary genetic modifications (e.g. mutations, transgenes), that
combine to form a fishline.

Fish Facility Calendar Projects Stats QJF @Helpr © & TestUser (® | ZB3-ARM
Fishlines  Stocks  Substocks
n =50~ ‘ « n 2 3 4 » sw2/m n
Name Mod. category Driver Triggered gene Affected gene Allele / Mutation Fishlines
ps3Ha MutiN] p53 M214K filtered list
dil4:GAL4 Tg di4 GAL4 filtered list ©
MpX.GFP T mpx GFP filtered list

New genotypes can be added by clicking the plus icon in the upper right corner of the
list. This opens a new table, where you select the type of the genotype: transgenic,
mutant (natural), or mutant (engineered), and specify further details about the
modification. Add new parameters by clicking on the plus icon, or select a previously
defined parameter from the list. In transgenic genotypes, the Driver and the
Triggered gene are obligatory fields, and in mutant genotypes, only the Affected
gene is obligatory.

Fish Facility Calendar Projects Stats QF @Help~r © & TestUser (® | ZB3-ARM
Fishlines ~ Stocks  Substocks
New genotype Save
Modification category *
Transgenic v
Transgenic
Driver * Triggered gene *
Start typing. x|~ ‘ Start typing ‘

Allele / Mutation

m Save and add another ‘:!A(:km‘\st
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https://youtu.be/VwDlThcFNP8
../attachments/02-Fish/genotypes.png
../attachments/02-Fish/genotypes.png
../attachments/02-Fish/genotypes.png
../attachments/02-Fish/new_genotype.png
../attachments/02-Fish/new_genotype.png
../attachments/02-Fish/new_genotype.png

2.3.2 Fishlines

2.3.2 Fishlines

Fishlines are combinations of genotypes that occur in your fish. You can either design
them de novo (for example when obtaining new fish from a different facility), or create
them during crossing: a new fishline with the corresponding genotype combination is
automatically generated when out-crossing two different fishlines, or when assigning a
new genotype during crossing (for example modifications done by microinjections).

Fish Facility Calendar Projects Stats QF @Help~ B & TestUser ® | ZB3-ARM

Genotypes Stocks Substocks

nn l =50 - « 2 3 4 » 5 3218/218 BE
In facility
Name since Background Genotypes Burdens Responsible Workgroups Projects Substocks Attachments Description
mpxGFP ®  2012-07-19 AB mpxGFP (Tg) cDLab =

=

gatat:DsRed mpx:GFP

New fishlines can be added by clicking the plus icon. It is mandatory to fill in either
the fishline alias or the genotypes, other fields are optional. Additional documents
can be added as attachments. The field Workgroups specifies the users who will be
able to view the fishline and the derived substocks. All derived stocks and substocks
will contain the Fishline suffix in their name.
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../attachments/02-Fish/fishlines.png
../attachments/02-Fish/fishlines.png
../attachments/02-Fish/fishlines.png
../attachments/02-Fish/new_fishline.png

Species
(only fori with the multi-speci

User responsible for L i
fishline maintenance Fishline funding
Where was the

fishline generated
e.g. a specific lab

Linked genotypes

Fishline alias

Fish Facility Calendar Projects Stats QF

Genotypes Fishlires Slocks Substocks

New fishline

Genotypes
Start typing.

Responsible user Origin
Start typing l v ‘ Start typing

Species Funding
Start typing ET‘ Start typing...

Description

Workgroups

engs to select Selected items

Cok Fishlines

Save

Save and add another l Back to list

Workgroups with acces to fishline

2.3.3 Stocks

Attach documents

Where was the fishline
sourced from

Suffix

will be displayed for the fishline ! "
and for the derived stocks and substocks | introduced to facility

' - ‘ Start typing...

Attachments

[I-] seromme:

tart typing..

Associated projects

for animal reporting

Original strain
e.g. AB line, Casper

When was the fishline

In facility since

yyyy-mm-dd

Background
. ‘ Start typing...

@ Help ~

-
-]

[-]

2.3.3 Stocks

B & TestUser (® | ZB3-ARM

Stocks are the complete set of fish coming from one crossing. They further divide into
substocks, which are groups of related fish bred in one tank. New stocks are generated
automatically after a crossing (i.e. they are always connected to at least one existing

substock).

Fish Facility Calendar Projects Stats QF

Genotypes  Fishlines Substocks

nn zzsov] «nz 3/4»

134 5 6687/ 6687

@ Help ~

B & TestUser (® |zB3-ARM

aa

Name Birth © Generation Responsible Workgroups Substocks Loc. stok ID StockID
CCASPER 2023-11-27/2 (] 2023-11-27 ® CD Lab 1(list) 7528 7528
CASPER 2023-11-27/1 e 2023127 ® coLab 1(ist) 7527 7527

CD Lab
WT (AB) 2023-11-27/1 e 2023-m27 ® facility S 1(list) 7526 7526
WT AB (OR) 2023-11-27/1 2023-11-27 @ iva s 1(list) 7525 7525

Stock detail

The stock detail contains information on the fishline, date of birth, and the derived
substocks. On the right side, there is the Observation log and Action log.
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../attachments/02-Fish/new_fishline.png
../attachments/02-Fish/new_fishline.png
../attachments/02-Fish/stocks.png
../attachments/02-Fish/stocks.png
../attachments/02-Fish/stocks.png

2.3.4 Substocks

It is possible to add a generation number to a stock. The number can be manually set in
Update stock (in stock or substock detail). With each in-cross, the number is
automatically increased by one.

The Stock suffix is another information that can be maintained from the Update stock
form. All derived substocks will contain the stock suffix in their name.

Fish Facility Calendar Projects Stats QF @Help~ @& & TestUser & | ZB3-ARM

Genotypes  Fishlines Substocks

Stock #7526 - WT (AB) 2023-11-27/1

Species (@ Observation log
Suffix
There is nothing here, yet.

Birth 2023-11-27
i<} (<4
Generation *D Action log e I ORNY
Responsible facility f\;\g}@] [a
Pom update (fshiing) @ 20200018 @
Doad update (fishline) @ 2021-09-13 @
Euthanized
e update (fshiing) @ 201020 @
Workgroups CDLab

Core Fishlines update (fishline) @ 2021-10-19 @
Description update (fishline) @ 2021-10-27 @
Loc. stck ID 7526 confirm burden (fishline) @ 2022-02-15 @
Stock ID 7526 update @ 2023-11-27 @
Substocks 1(list)

2.3.4 Substocks

Substocks are groups of related fish coming from one crossing, and bred together in
one tank. They are the key units of the database, and most actions are directly
connected to them.

Fish Facility Calendar Projects Stats QJF @Helpr @B B TestUser (® |ZB3-ARM

Genotypes Fishlines Stocks Substocks
nnnu ‘EESU" «n7 3 4 » 14 3 666/14700 aan

Active filters: [status ¢ (dead. &-spiit &J-merged) X | [ @ ~
Name ©  BG  F-gen Num Birth Status Count  Position Owners Responsible Workgroups  Project  Funding Use Statusbar D

[a]  wres e ® 1 9 Gnproducive]  notset e facility ehLab e o 4 a B 7524-16703
—_— 2023-11-23 Core Fishlines

— ).*

e A o T " oo Lal 3 > E

[a]  casrore e ® 1 e, [endictive) notset ¢ e iva cD Lab @ o & B 7519-16694
o ).I.
[a] casper e ® m 9 e unproductive 25 @  BO1:DO4 je coLap @ o L a 7506-16686

— -.I.
[a]  casper e ® a8 8 e | unerdustie 25 @  CO3EO3 fe CD Lab @ o A4 & B 7506-16685

Filtering the list of substocks is possible according to nearly any variable. The filter
icon opens a form with filtering rules sorted into categories. There is also the option to
load a custom filter that has been saved previously. Any filter setting can be saved as an
instance default, user default, or a custom filter. Custom filters can be named and
shared with other users (if saved as public). As a default setting, dead or
terminated substocks are not included in the search results.
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../attachments/02-Fish/stock_detail.png
../attachments/02-Fish/stock_detail.png
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2.3.4 Substocks

Another option is the Quick search, which searches for a string in the name or the ID.

Filter Quick search

@Help~ ©B & TestUser (® |zB3-ARM

Facility Calendar Projects Stats QJ

@enotypes Fishifhes Stocks Substocks
v aloa 5 BRRET oBon

Active filters: [status ¢ (dead. &-spit. &J-merged) X CE
Load custom filter - v
Name contains: Description
contains:
Date of birth: After  yyyy-mm-dd Before  yyyy-mm-dd

» Fishline & genotypes » Users & groups

v Applyfilter | & Resettodefault | @ Clearfitter

Name ©  BG  F-gen Num Bi Status Count  Position Owners Responsible Workgroups  Project  Funding Use Statusbar )
-
—— - CDLab e o ”
[a] wrem e ® 1 e e notset & i facility e @ o & !aﬂ 7524-16703
e
Q| cdarerpe e ® 1 =T Cpedictivel  notset @ s e o 5 2N 751916694

In Standard and Premium plans, the columns that are displayed in the lists can be
customized by clicking the cog icon in the upper right corner of the list. For substocks,
there are over 60 different columns at the moment that can be selected. It is advisable
to inspect which columns are displayed in the default setting and possibly customize

the selection.
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2.3.4 Substocks

Use drag & drop to select columns to display

Current settings source: Zebrabase

Load settings ©: { (O \

2 |

3

Displayed columns

Not displayed columns

_detail)

(action_menu)

Name (list_name)

O (list_fishline)

BG (list_background)

Num (number)

Birth (maturity_date_of_birth)

Status (status_tags)

SSID (id)

ID (sid_num)

Name (name)

Stock (stock)

Fishline gen. name (fishline_generated_name)

Fishline Attachments (fishline_attachments)

Age [days] (age_days)

Age [weeks] (age_weeks)

Count (editable_count)

Age [months] (age_months)

Count (count)

[
[
[
[
[F—gen (generation)
[
[
[
[
[

Position (editable _position)

(Position (position)

Owners (owners)

Responsible (responsible)

Workgroups (workgroups)

Age (age_human_readable)

Birth (date_of_birth)

Death (date_of_death)

Description (description)

Status (status)

Tags (tags)

Exp. Project (experimental_project)

Funding (funding)

LSID (local_stock_id)

Use (substock_use)

Statusbar (statusbar)

ID (sid_ssid)

[
[
[
[ Project (project)
[
[
[
[

See more info on filters and lists here.

Suffix (suffix)

Burdened (burdened)

To print (to_print)

Printed (printed)

Printed (last_print)

Experiment (experiment)

Most severe procedure (most_severe_procedure)

Highest severity (highest_severity)

Species (species)

Diet (diet)

(
(
[
(
(
(
(
(
(
(
(
(
[
(
(
[Status (maturity_status)
(
(
(
(
(
(
[
(
(
(
(
(
(
(

Light (ight)

Conditions (conditions)

Siblings (link—to_siblings)

Observ. (link_to_observations)

0 (average_egg—_quantity)

0 (average_egg_quality)

(
(
(
[&) (observations_modal)
(
(
(

Crossings (latest_crossings)

@ Set as temporary 2o Set as my default
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2.3.4 Substocks

Founder substock

New substocks can be added by clicking the blue Founder substock icon. This
function allows the creation of a new substock without a previous crossing and should
only be used if generating the new substock by crossing is not possible (for
example when obtaining fish from a different facility). It is recommended to always use
the dedicated crossing function when creating new substocks from substocks already
present in your facility. Only this will ensure that the pedigree is created and the
information on parents and siblings preserved.

The form consists of two parts, the first part is dedicated to the respective Stock and
the second part to the Substock. Leaving the Fish in each substock field empty will
generate substocks with the fish count value "not set".

Fish Facility Calendar Projects Stats QF ® Help ~ B & TestUser (® | ZB3-ARM

Genotypes  Fishlines  Stocks [ECHESEES
New substock

»® Stock

Fishline * Date of birth * Gen. Suffix

Start typing. EE‘ yyyy-mm-dd

»® Substock

Number of substocks ® * Fish in each substock Position © A Suffix

1 Find a position by name

Description

Substock owners Workgroups @ Substock project @

Start typing, = ‘ Start typing.. - ‘ Start typing, ‘
ﬁ Save and add another ‘ Back to list ‘

Substock detail

Clicking on a substock displays its Substock detail. All available information about the
substock is displayed here, including the Parent tree, the Label preview and Action
log that contains all actions performed with the substock or its parent structures
(stock, fishline). All Siblings of this substock can be viewed as well.

The field Crossings contains information on the last three crossings performed with
this substock (date, egg quality, egg quantity).

- 20/162 - zebrabase.org


../attachments/02-Fish/founder_substock.png
../attachments/02-Fish/founder_substock.png
../attachments/02-Fish/founder_substock.png
../attachments/02-Fish/substock_detail.png

2.3.5 Substock actions

Fish Facility Calendar Projects Stats QF @Help~ B & TestUser (® |ZB3-ARM

Genotypes Fishlines Stocks Substocks

Substock #15975 - ubi:mCherry* 2023-06-13/1(5)

BEEEICIEIEREIENENENE RS
Species S Label @
ssiD 15975
Status R > ubi:mCherry (+)
Tags
Stock ubi:mCherry 2023-06-13/1
Num 5/7 E E DOB: 2023-06-13 [FNone]
Fishline ubi:mCherry 1D: 7281-15975 [5/7]
Suffix POS: B02:C05
Background U ow:
Position B02:C05 E PR:
F-gen
Use (8 Observation log
fundng There is nothing here, yet.
Count 39
Birth 2023-06-13
— notyet D Action log @ ECORNY
Most severe procedure lz‘ ‘E‘ ‘E‘ E‘ E‘
Parents ubi:mCherry* 2022-06-08/1(3) W transfer @ 2023-06-19 @

ubi:mCherry* 2022-06-08/1(3) T s e
Description fishline: GMO APPROVED: 2012

count @ 2023-07-17 @

LsID 7281
Responsible facility transfer @ 2023-10-19 @
Diet i ¥ count @ 2023-10-19 @
Light default merge [1] @ 2023-10-19 @
Experiment crossing®: % [2] @ 2023-11-08 @
Burdened x productivity @ 2023-11-08 @
Printed 2023-06-19 count @ 2023-11-16 @
s 202 Siblings i= seefull list
Exp. Project - -
Genotypes _3.5ubi-mCherry * ® hide IDs / Num Position Count
Crossings 2023-11-08:@ o
Owners g
Workgroups CD Lab 0

0

LRELL

1
2
3
4 B02:C06 20
6
 §

Parent tree @
0
@  ubimCherry* 2023-06- 8

13/1(5)

B  ubimCherry* 2023-06- 8

13/1(1)

\>1 @ © ubimCherry*2022-06- =
08/1(3)

2.3.5 Substock actions

Actions are used to associate new information with the substock (e.g. number of fish,
position, genotyping information). Records of all performed actions are stored in the
Action log in substock detail, and the full list of all actions from all substocks is also
available in Admin/Logs/Action log, where actions can also be searched, filtered, and
exported.

Users can access substock actions from multiple sites:
* In Substock detail - there is also the option to Update substock or Delete it

* In Substocks - you can select Action menu to be displayed in the list, to be able to access it directly from here

 In Facility view - select a substock in the View mode and the action bar will open
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2.3.5 Substock actions

Scanning the QR code on a tank in your facility will lead you to the Substock detail of
the substock in the tank.

The actions accessible from the action bar are:

Count - change fish count, report dead fish

Terminate - terminate the whole tank

Crossing - report crossing (create child substock)

Split - split off more substocks from an existing one

Merge - merge akin substocks into one

Genotyping - record genotyping results

Productivity - change the productivity tag

JREEEEE

®
m Transfer - change substock position
.) Update tags - change custom tags

Project experiment - add/remove substock from an experiment (only available when ARM module is active)

© Print QR Print QR - print substock label

Update

The function Update allows the users to change the basic information about the
substock: Substock Use, Funding, Description, Substock suffix, Sex, Printing
status, Project, Owners and Workgroups. A Note on the action can also be included.
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2.3.5 Substock actions

Count & Terminate

This action enables efficient tracking of fish counts in the substock. Use the Count
action to specify the number of fish in a tank, to report animals that were found dead or
those that have been used for an experiment. The action offers a selection of various
Count types that serve to distinguish between these situations. Terminate is used
when all fish in the substock are terminated at once, and it supports the use of the
same count types. If you declare all remaining fish in the substock as dead by using
Count, the result will be the same as using the Terminate action - the substock will
obtain the "deceased" status and its position will be unassigned.

1) Select a substock and click Count in the action bar

2) Set the Count type:

* Start count - the initial count of fish, other count types can only be selected once the start count has been set

* Died - fish that were found dead in the tank

e Euthanized - euthanized fish

* Used for Experiment - fish euthanized as part of an experiment - this count type is only available when ARM
is disabled

¢ Correct - use it to correct a mistake in fish count

IMPORTANT: If the substock has not been counted yet, you need to assign the Start count first, meaning
you count how many fish there are in the tank and record it. After that, you will be allowed to perform any
subtractive operations like Died, Euthanized, Used for experiments, or correct the count via Correct.

3) Write down the count (the number of fish this action concerns).

4) You can change the date when the action was performed, or add a note that will be
visible in the action log.

5) Save the record.

See the section Animal reporting module to learn how to use Count to report animals
used for experimental procedures with ARM enabled.

- 23/162 - zebrabase.org


https://docs.zebrabase.org/admin/02-Reporting-system/

2.3.5 Substock actions

Crossing

This function serves for in-crossing and out-crossing substocks in the database. When
out-crossing substocks of different fishlines, a new fishline with the corresponding
genotype combination is automatically created.

1) Select the substock you want to cross, either in the Fish list or in the Facility
view. If you wish to perform out-cross, find one of the parents first. Pick Crossing in
the action menu. An empty crossing form can also be accessed by clicking the
crossing icon in the top bar or by pressing Shift+X+X.

Crossing

Performed * @ st ofbirth of progeny substocks

2024-03-04

Parent substocks

@D Exclude dead fish Include default filter Vprefilters g

1  Nomatching data. EEJ unknown v )

@D Exclude dead fish Include default filter Vprefiters g,

2  Nomatching data. EI unknown v | @

Change productivity of parents to [productive| Eggquantity: O O O ) x Egg quality: ¥7 Y7 ¥7 17 X

Progeny

Number of new substocks  Number of fish in each Total fish
i substock count Stock suffix Generation @

1

Owners of the new substock Project for the new substock

Start typing... v Start typing...

Add non-parental genotypes @ (optional)

Add genotypes: Start typing...

Check form Save and shelf
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2.3.5 Substock actions

2) In case you are performing an out-cross, clear one of the parent fields and start
typing the name or the ID of the second substock. The autocomplete function will show
you the list of available candidates. In a large facility with a lot of records, prefiltering
by room, rack or fishline might help to reduce the number of results. In that case,
toggle the Prefilters button to reveal the filters.

3) Fill in the date when the crossing was performed. This will become the Date of
birth of the child substock.

4) You can set the number of new child substocks and number of fish in each
substock right away, or you can leave the field empty which will leave the value as "not
set". It is also possible to specify the Sex for each of the parent substocks by using the
drop-down menu.

5) Adjust the genotype, if needed. When outcrossing, if there is no fishline with a
genotype set matching the combination of parent fishlines, the user has to create a new
one during the crossing. If there are some suitable fishlines, the user can pick one of
them or force-create a new one. When adding a non-parental genotype (for
example by microinjection), specify it in the dedicated field.

6) Save action. By choosing Save and shelf, the newly generated substocks will be
placed on the shelf in facility view, so they can be easily dragged to their new position.

In the Premium plan, the quality and quantity of eggs can be rated to keep track of
your crossings. The predefined egg quality levels are: bad, mostly bad, average, and
good. The egg quantity levels are no eggs, low, normal, and high. The rating can be
amended retrospectively by the admin (in Admin/ Action log / Action type / Crossing /
Select a specific crossing / Update). In the list of substocks, you can display either the
quality and quantity of eggs in the last three crossings separately, or a general
indicator that shows the average calculated from the last three crossings.
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Fish Facility Calendar Projects Stats QF

2.3.5 Substock actions

@Help~ & & TestUser ® |2zB3-ARM

Genotypes  Fishlines  Stocks [ ey

E2ogan TR - e [o]=[+]c]
Active filters: [status ¢ (dssc. @-spit & -merged) X
Name (<} BG F-gen jum Birth Status Count  Position Owners Responsible Use Statusbar 30 #0 Crossings
2024-02-29: @
a|  wresss2 e o AB 2 b productive 20 @  FOZEO04 fe facility @ o & 8 0 K 2024-01050%
2023-07-18 2023-12-20:@ W
[a] @ wieeyms2 e o AB 6 b 20 @ FO7EO0S facilit L - 0 x 2030k
202 Yon A8 productive © i acility 8 2 12:
o 2024-02-2%: @k
Q \ WT (AB) 7352 (] ® AB 5 productive 20 ¥  FO7:EO3 is facility e o4 & 8 ® K 2024-0216:0%
(Ball 2023-07-18 e
2024-02-13: 0
el g productive Bartunel k
al | wreszsz e o a8 2 et 20 6 CO6BO9 fs facility g LI 8 0 * 3Rk
2023-07-18 Core Fishl
a]  wiaemst e o AB 2 o Lo 19 @  CO6BIO fs facility Saruinek s ¢ ¢ & 8 0 & 2050k
2023-07-18 [coov) e B

This action allows splitting a substock into multiple smaller ones. You can assign
additional information to the newly generated substocks, for example zygosities,

positions, or owners.

1) Select the substock either in the Fish or Facility menu. Select Split in the action

menu.

2) Fill in how many substocks you want to separate from the source substock and
how many fish per substock there should be. You can also enter owners, projects, and
workgroups, if they are the same for all newly generated substocks.

Substock
[7284+15908 CASPER 2023-06-14/1(1)

Performed* @  date of execution

2024-03-05

Substocks to split off *
1

14 fish will be left in the original substock.

Owners of the new substocks

Start typing...

-]

F08:D05 15 »®

Fish per substock

1

Project for the new substocks

Start typing...
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2.3.5 Substock actions

3) Pick Detailed split, if you want to assign information unique for each substock, for
example position, fish count, or owners. An extended form listing all newly generated
substocks appears.

Substock
[7284-15908] CASPER 2023-06-14/1(1) F08:D05 15 ®

Performed* @  date of execution

2024-03-05

<~ Simple split l [ + Add substock form

Perform genotyping as well

ARM Project * 101/2021 - Manipulace Ej Genotyping method (optional) --none --

n £ (euthanized (sick)) [] @count 1

Position E’ Start typing... : Q no change

Productivity productive

Genotyping v

mitfa*2? unspecified (?)

roy=®? unspecified (?)

Substock attributes >

4) Confirm by saving the action. Pick Save and shelf if you wish to put the substocks
on the shelf in facility view.

If you are splitting fish because of genotyping or sorting, you can assign zygosity to any
genotype that is assigned to that particular fishline in the detailed split form. You can
also terminate any of the new substocks and record the number of fish you have
euthanized.

The position can be either written down in the input field, or you can click the
magnification glass icon to initiate the positional widget.
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2.3.5 Substock actions

IMPORTANT: If the number of fish in the new substocks reaches the number in
the original substock, the source substock will be terminated and will obtain
the status “split out”. This warning will be displayed:

The original substock will be destroyed - you are taking all the fish from it.

If the sum exceeds the available fish count, there is another warning with the
option to auto-adjust the original substock count before splitting. The original
substock will be assigned as "split out".

Sum of fish in new substocks (15) exceeds total fish count in original substock (7). Please modify the
counts.
It's OK, the count isn't precise.

Merge

Merging serves to combine two substocks coming from the same stock into one. Only
sibling substocks that are alive and not in an experiment can be merged. In the
transfer mode, it is possible to perform merge by drag and drop.

Transfer

Transfer can be used to change the position of your substock, as well as assign and
unassign it. You can also drag and drop the substock when in the facility view to change
its position.

1) Select the substock you want to transfer either in the Substocks list or the
Facility view. This can be a substock without a position or one already positioned
within the facility. Click Transfer.

2) Choose the desired position in the position widget.

4) Save the record by clicking Save action.

If you choose a position that is already assigned to a substock, the position will be
shared by both substocks. If you wish to perform another operation, like e.g. swapping

of the positions or removing the original tank from its position, use the Transfer mode
in facility view.
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2.3.5 Substock actions

Productivity

This function allows you to change the productivity tag of your substocks. Fish can be
reported as productive or unproductive. By default, new progeny substocks are
unproductive until they are reported productive. Productive substocks can also be
reported during crossing, by ticking the Change productivity of parents to
“productive"” toggle.

1) Select the substock either in Fish or in Facility view. Select Productivity in the
action menu.

Productivity - WT (AB) 2024-01-24/3 (1)

.
Substocks Performed* @  date of execution
Filter: All[1] Problematic @[0]

Add a substock... v

764417116 WT F14:A14 62 @ (®
(AB) 2024-01-24/3 (1) Productive * Productivity details are no longer supported. You can

use the system of tags instead.
more info: manual, newsletter

Comston [ somsn

2024-03-05

productive

2) Fill in the date.
3) Change the tag. The options are Unproductive juvenile and Productive.
4) Save the record.

Genotyping

Genotyping assigns zygosities (+/+, +/- etc.) for each of the genotypes present in a
substock. It also allows to specify the genotyping method and report the procedure
when the ARM module is active.

1) Select the substock either in the Fish or Facility menu. Select Genotyping in
the action menu.

- 29/1 62 - zebrabase.org


../attachments/02-Fish/productivity.png
../attachments/02-Fish/productivity.png
../attachments/02-Fish/productivity.png
../attachments/02-Fish/genotyping.png

2.3.5 Substock actions

Genotyping

Substocks * Performed* @  date of execution
Filter: All[1] Problematic @[0
ilter [l roblematic @[0] 2024-03-05

Add a substock... - |

7029-15120 gatal:DsRed? 777@® &
2023-02-08/1(1) Genotypes

gatatl:DsRed sorted - positive (+)

Additional data

Genotyping method
(optional)

2) Select zygosity for each of the genotypes from the drop-down menu. When a new
substock is generated, its default zygosity is unspecified (?). This can be changed to
any of the following options:

sorted - negative (-) At least one allele is negative
sorted - positive (+) At least one allele is positive
homozygote -

Positive homozygote, i.e. two gain-of-function alleles
transgene (+/+)

homozygote - mutant . . .
Negative homozygote, i.e. two loss-of-function alleles

(-/-)
wild type (WT) WT genotype
heterozygote (+/-) One allele is positive and one negative

3) You can select the genotyping method that was used. New methods can be defined in
Admin/Codebooks/Genotyping Method.

Fish Facility Calendar Projects Stats QJF @ Help ~ B & TestUser (® |2zB3-ARM
Dashboard  Configuration Codebooks Workgroups ~ Users  Permission groups  Notifications ~ Attachments ~ Newsletters ~ Tutorials  Logs ~
List of genotyping methods « . » | £3/3 ﬂ
Name Severity Description Active
fin clip (PCR) mild Fin clip to obtain a sample for PCR genotyping. Fish undergo anesthesia. v
sorting post 5dpf (microscope) mild Fluorescence sorting with anesthesia v
sorting before 5 dpf (microscope) below threshold Fluorescence sorting. Age threshold for reporting not reached. v

4) If ARM is in use, it is obligatory to specify the project under which the procedure
should be reported.
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2.3.5 Substock actions

5) Save the record.

ARM project and genotyping method can be retrospectively amended by the admin in
Admin/Logs/Action log/Action type: Genotyping.(Not possible for automated genotyping
inputs.)

Tags

It is possible to add a tag to your substock, to associate some additional, quickly
accessible information with it (such as low productivity, illness, single fish in tank...).
Tags are visible either in substock detail next to the name of the substock, or in facility
view.

New tags can be designed in Admin/Codebooks/Tag. You can define the name and the
color of the tag, and write a short description. The name should be short (ideally one
word). Tags are most useful when only one or two of them are associated with a
substock.

Update tags

Substocks * Performed * date of execution

Filter: All[?] Problematic @[7]

Add a substock... v

7659-17175 F14:B1 23 @ ®
tbx6:GAL4-nls-GFP * UAS:mCherry *
2024-02-14/1(5) jstart typing...

2024-03-05

Tags

_ (Nasadit na produktivitu)
EEETEIREEEY (v 1500 misto viinika micron)

(Nebrat na lethal procedur)

o)

Conditions

Diet and light regimes can be updated here. Define your custom values in Admin/
Codebooks/Diet and Admin/Codebooks/Light.

Experiment

This is a part of the ARM module. You can add the substock to an experiment here, or
create a new experiment for the substock.
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2.3.6 Date of execution boundaries

2.3.6 Date of execution boundaries

Each action must have an associated date stating when it was performed. In the forms,
this date is called Performed (date of execution). To preserve the logic of the database,
the date has certain boundaries. The automatic limit is the date of birth of a substock -
no action can happen before a substock has been born. There are additional boundaries
specific to some action types:

* count + terminate, split, merge - limited by the date of the last split, merge, or count
* transfer - the date of the last transfer

* genotyping - the date of the last genotyping

» productivity - the date of the last productivity change

2.3.7 Batch actions

Some actions can be performed on multiple substocks at once, i.e. in a batch. You can
initiate the batch mode either in the list of substocks, or in the facility view, by clicking
Batch actions, or Batch select. After selecting the substocks, use one of the available
actions: update substock, record count action, crossing, genotyping... Selected
substocks can also be added to a marked list.

In Substocks, batch mode is switched off and the selection is wiped out after
navigating to a different page of the list.

In order to perform batch actions, it is necessary to have the Batcher permission active. By default, it is only
given to admins, but it can be assigned to any permission group in Admin/Permission groups.

Fish Facility Calendar Projects Stats QF @ Help ~ B ©& TestUser (® | ZB3-ARM
Genotypes Fishlines Stocks Substocks
Dooon o) Rl e s e o Ba
Selection: ‘jHTH DB ‘ [3 selected] ‘ © Add selected to marked list H + Add first 500 of 667 filtered to marked \st‘ Action: ‘ Update H Update stock H Count H £ Terminate H Productivity H Crossing ‘ Genotyping H Conditions H Experiment ~ ‘
[## Putonsnerf] [ & Printor | u
Active filters: (status ¢ Geod. §-spit. B-merged X | [ @ -]
Name ©  BG  F-gen Num Birth Status Count  Position Owners Responsible Workgroups  Project  Funding Use Statusbar D
T S N CD Lab
V) ¢ o e
a | Q] | wies e ® 8 1 oremes et notset @ i facility e @ ¥ & E 7524-16703
[} b S 5
v OFP+* . 0 2 »
B [a| casorp e ® m 1 popsmer Umrodetve notset @ iva coLab e o & o) 711692
b o
9 3 0 o &
8| a ‘ CASPER o @ AB 9 et unproductive %@ B01:D04 je CDLab @ 3 7506-16686
Ofla ‘ CASPER (] ® AB 8 Serian unproductive 25 @ CO3:E03 e CD Lab e o 4 & 8 7506-16685
O [a| casper e ® m 7 2:’ TR 25 @ COZE02 fe coLab @ 9 A & B 7506-16684
231115
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2.3.8 The marked list

2.3.8 The marked list

The marked list is a list of selected substocks that persists within the session (it is not
accessible after logging out nor from a different computer). Only one marked list can be
held in a session. A marked list can be created in the batch mode, either by selecting
individual substocks and clicking Add selected to marked list, or by clicking Add
filtered to marked list to add all filtered results.

The link to a marked list appears in the Fish submenu after it is created. The list can be
used to perform batch actions on a larger number of substocks, or to export the data
into an XLS file. Batch actions called on a marked list are applied to all
substocks in the list.

Fish Facility Calendar Projects Stats QF B TestUser ZB3-ARM

Genotypes  Fishlines Stocks Substocks Marked list of substocks [4]

l =80~ « n » 5 4/1101

e [Gout | [Rremanate ] Frosaciv | et | Esprmnt <
Name © BG F-gen  Num Birth Status Count Position Owners Responsible  Workgroups  Project Funding  Use Statusbar D
o wies o @ 1 zms e notset % s facility L e o 4 af 75246703
E\ CA41GFP +/+ o ® AB 1 20'2:21 o notset @ e iva cDLab @ o & z:B 7519-16694
a]  wies o o m 2 P psive 20 @  CO-E03 fe facilty S @ % L & B 746916603
o] wres e ® 10 "W unproductive 20 @ CO7:E04 fs facility e ¢ v a4 e 8 7469-16601

2.3.9 Action log

The action log is a field in the substock, stock and fishline detail, that holds information
on all performed actions, within the structure or its parents. For example, any actions
performed on structures higher than substock (stock or fishline) will be projected into
the respective substock action log as well. You can filter individual action types in the
log, or view the detail of an action by clicking the icon on the right of the name. The
info button opens a short version of the detail.

Action log of the whole facility can be viewed in Admin/Logs/Action Log. The list can be

filtered by action type, exported, and individual actions can be updated (only some
details can be changed, to sustain the logic of the database).
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2.3.10 Known bugs

Observation log

The observation log serves to keep track of various information concerning the
husbandry of your fish (for example about the health, treatment with medication,
medical checks etc.). It is available for substocks, stocks, and fishlines. The field is
designed to hold any written information - custom observation types can be designed in
Admin/Codebooks/Observation Type.

Observations are logged (include the date and the user who created it). In the admin
action log, individual logs can be viewed and corrected.

2.3.10 Known bugs

* Available actions in substock menu don't reflect the user's permissions or substock status.
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2.4 Facility

2.4 Facility

There are four (five) submenu options:

Facility view Rooms Racks Designrack  Water system

» Facility view - allows to explore rooms and racks and to perform some operations with substocks

* Rooms - standard list of rooms

* Racks - standard list of racks

* Design rack (visible only for users with rack modify permission!)- this feature allows users to design a custom
rack

* Water system - allows to browse water systems of the facility

Facility View

The Facility View is a display of substocks in tanks, organized as in the actual facility.
It is accessible through the main menu, or by clicking on the position information in the
substock detail - this will navigate the user to the Facility View and highlight the
inspected substock with a red frame. The settings can be personalized by clicking on
the cog wheel in the upper-right corner, and include hiding certain rooms or racks or
setting the default rack to view after accessing the page.

Color-coding
status

Occupancy indicator

Occupied / Blocked Mode selection

B & TestUser (® |ZzB3-ARM

@ Help ~

Q View Batch Select | @ Block

Fish. Facility Calendar Projects Stats )

Rooms Racks Design rack Water system

Rooms \n c
01 02
Racks e=—— n—
{ o1 { n02] { a0z { n04] { w05} { a0} [ 07 { 0] a2 {0
WT (AB) WT (AB) gatat:DsRed”
2023-09-06 2023-09-0 2023101
{601 { 602} 3 {804 {00} a2 (e0] S0
poHHK-L- I wiaBems || WIAB(OR) 1 Wike)es0 gatatkaltad * UASKkae  gatarikaltad *UASRFP* [
de” [ chov]
&8
[ ]
20231019 222102 20220743 20220742 20220125 2220728 ==
{co] ca 3  co4 |  cos |  coc | { co7 | oo | co] =l
CASPER (Coerinsise [ piinibioe pestEtt cda5:DsRed * cda5:DsRed * W
unproduc.
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2.4 Facility

Color-coding of tanks

There are multiple color-coding options to help with navigating the facility. The blue
Status icon in the upper right corner of the Facility View opens a drop-down menu that
serves to select the according scheme:

e Status of the fish (unproductive, productive, retired, dead)
e Maturity (fry, juvenile, adult, retired)

e Diet

* Species

e Light regime

e Count (fish density)

e Experiment

e Substock use (experiment, breeding, backup...)

e Printing status (which tanks have their label printed already, or need a reprint)
* Egg count (average from the last 3 crossings)

e Egg quality (average from the last 3 crossings)

¢ Price

A legend for the color-coding is displayed on the right panel and can be hidden if
desired. Some values used for color-coding can be defined by admin users, for example,
the Count (fish density) values can be modified in Admin/Configuration/substock.count
and also for the specific species in the Species extension in Admin/Codebooks/Species.

Mode selection

The four (five) buttons in the upper right corner change the functionality of the Facility
View.

2 Transfer | (4 Batch Select | & Block | € Price

e View - this is the default mode for Facility View, clicking on tanks makes it possible to explore the contents and
update the properties of the tank

* Transfer- substocks can be moved between tanks using drag-and-drop

* Batch Select - allows the selection of multiple substocks, to perform operations with the whole batch in one go

* Block - allows to block (i.e. book) empty tanks for a specified user

 Pricing (visible only for users with db admin permission!)- a defined price can be assigned to selected
positions and any tank placed in the priced position will be included in the billing statistics. NOTE: The price in

a specific position does not change by assigning a new substock to it and needs to be redefined manually.
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2.4 Facility

View (Shift+V+V)

In this mode, users can select and assign an empty position or select an occupied tank
and update its properties. The detail tooltips on tanks (accessible by hovering the
cursor over a tank) contain substock name, status, fish count, owners, and projects.

Action window opens by clicking on a tank:

Empty tank:
Split tank or set Assign a substock
its width to this tank

BC1:A05

Manage Tank size H Assign position

Pricing default [0 € / day]

Occupied tank: (two substocks sharing one position)

B01:D06

[ Manage Tank size H Assign position ” Clear position H £ Terminate all l

Pricing default [0 € / day]

cASPER
l Update “ Count “ Terminate ” Crossing II Genotyping “ Productivity “ Transfer “ Conditions “ Update stock “ S PrintQR “ 8 Add request

ID: 7182-15304

Status: unproductive

Born: 2023-03-02 (271days)

Position: BO1:D06

Count: 2

Diet: default

Light: default

Q stock Q detail

l Update “ Count “ Terminate “ Crossing ll Genotyping “ Productivity “ Transfer “ Conditions “ Update stock “ & Print0OR “ & Add request I
ID: 7081-15212

Status: productive

Born: 2023-02-22 (279 days)

Position: BO1:D06

Count: 20

Diet: default

Light: default
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2.4 Facility

Transfer (Shift+T+T)

This function allows transferring the substocks between fish tanks using "drag and
drop". A tank can be moved to any position which is not blocked by another user.

Fish Facility Calendar Projects Stats QF @Help~ @B & TestUser (& | ZB3-ARM
Facility view Rooms  Racks  Designrack  Water system & Status ~ [ Q View Batch Select l & Block }n
n c F L a
:
m [02] =3 204 3 L20s] ao7] [108] = [150] drag tanks here.
WT (AB) WT (AB) gata™:DsRed”
2023-09-06 2023-09-06 Status
cda5:DsRed * 2022-10-10/1(3)
(o] (oc2] (o3] = oo o (o] 067551380 (6] [ unroductive
pEIMZMK /-, I WiAB)6794 1 WT AB (DR) I WwT(AB)6540 [orocuctive ] jatatkaltad * UAS:RFP * [l productive
Age: 414 days [l retired
Count: 18 W ceac
from IVF —_—
2023-10-9 2022-11-02 2022-07-13 2022-07-12 2022-07-28
CASPER poStacHs pSSNEiEEl [(Sriedietdd) H
bad eggs
=
. [Cov)
2023-03-02 2023-02-22 2023-02-22 2022-1-03 leryo!
£a {004 s oo [00] [oo] |-
gatatkaltad */,UASkae CASPER CASPER
de” G
]
unproduc.
20220125 2025-11-15 2025115 -

After dropping the tank to a selected position, the user can specify:

¢ Which substocks should be transferred (checkboxes on the left side)
e Width of both target and source tanks
« If the target position is empty, the only transfer option is Move

- If the target position is already occupied, the user can choose between:

o Replace (unassign all substocks from the target position; these substocks lose their position information)
o Share position (add selected substocks from source position to target position)

o Swap (positions of target and source tanks will be switched)

o Merge (merge into one substock; this option is available only if the source and the target contain sibling

substocks)
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2.4 Facility

B01:C08 — B01:C07

B01:C08 B01:C0O7

Selectall  Deselect all ‘eddsDsRed”

Source tank width (actual: 1) Target tank width (actual: 1)

standard v standard

[ Replace H Share position H Swap ” >» Merge ‘

In case users want to redistribute substocks from a shared tank into new positions, it is
advisable to use the Shelf feature:

The Shelf is a drag-and-drop feature that can be used to transfer substocks between
different racks and rooms. It opens automatically once the user enters the Transfer
mode. Dropping a tank on the shelf makes it possible to move the tank into a new
position in a different rack. There is also a drop-down menu Action, allowing the user to
perform actions on all substocks placed on the shelf (Show on list, Crossing, Clear
positions, Print QR, Clear shelf). The fish icon displays the number of substocks on the
shelf. In Facility View, substocks currently placed on the shelf will be marked by a black
flag at the right edge of the box. A substock placed on the shelf remains in its original
position until the transfer to another position is completed.
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2.4 Facility

Flags

indicate which substocks
are put on shelf The Shelf menu

Fish Facllity Calendar Projects Stats QF - B & TestUser (® | ZB3-ARM

Rooms Racks Designrack  Water system
Number of substocks
put on shelf
n c F L Q
02 Action menu
{401] [ 202] [ 03] { 204 ] 3 {06 ] ca
wT(a8) WT(aB)
2025.09-06 2025.09-06 02510
{801] Ea { e03] {204 ] {oos ] ca (00 ] e0]
ps3MTK-/- M| WT(AB) 6794 I wWiaB(OR) I wT(aB)¢6540 gatatkaltad /"UASkae  gatatkaltad *UASRFP*
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Batch Select

Batch Select allows to select multiple tanks and execute batch actions. Tanks can be
selected by clicking on individual positions, or by ticking the box on the left side of each
row, which selects all tanks in the specific row. Batch actions can be selected in a drop-
down menu in the right panel and include updating the substock information, printing
the QR codes, and performing crossing. Function Count can be used for setting the
initial Start count and further updating the count of fish in each tank of the whole batch
in one go. NOTE: The action Count in Batch Select mode cannot be performed on a
substock that is currently assigned to an experiment.

The batch-specific functions are:

e List (creates a custom list of substocks)

* Export (downloads a spreadsheet containing a custom list of substocks)
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2.4 Facility

Selected tanks
are highlihted with a red outline

Batch actions menu

Fish  Facility

Facility view

Calendar Projects Stats QJF @ Help ~ B & TestUser (® |ZB3-ARM
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Block (Shift+B+B)

This function is used to block a tank for use by a certain user. It is possible to select
only empty or blocked tanks and not the occupied ones. Block will block all unblocked
tanks from the selection, will unblock all blocked tanks from the selection. A
note which will stay visible on the blocked tanks can be added.
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2.4 Facility

Blocking menu

& Status ~

B & TestUser @
Q View | fe Transfer | @ Bathh select Ly n

w» Blocking

(=]l=]le]

Block owner

Note.

BO1 :AQ6-free

BO1 :Ae7-free

Status
[] unproductive
[ productive
[ retired

W ceac

A single tank can be occupied by more substocks (a shared tank), or it can be split into
a matrix of smaller subtanks. There is also the option to set the tank width to 2%, 3%, or
4x of the standard width. This can be accessed by clicking on the Manage Tank Size
button in the tank detail.
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* Racks can be edited either manually, or by directly changing the code in the Generated code field below the

rack (it is not necessary to edit the code)

* The user can design multiple racks of the same design at once by clicking the button Add rack form, then

filling the forms and hitting Save
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2.4 Facility

Delete tank

Fish Facilty Calendar Projects Stats QF @Help~ [ © TestUser ® |2zB3-ARM

Facilityview ~ Rooms  Racks Water system

Design facility

Step 1
Step 1: Design rack structure

Delete row A = (5] (8] (5] (5] o 5] ] o B
Add tank
Move row up/down EB\ “ n u n u n n n ﬂ ﬂ ﬂ
c =1 n u n u n n n n u n
D 10 n u n n n n n n ﬂ n
E 510 n u n n n n n n ﬂ n
1+ @

Generated code

{"rows": [{"columns":10}, {"columns":10},{"columns":10} ,{"columns":10},{"columns":10}]}

Step 2
1 Step 2: Specify racks I‘ Add rack form
Name * Name * E

Room * Room *
-~ none - v -~ none -- v
Description Description

Water system

Here, you can define water systems used in the facility and specify the value ranges of
the basic parameters for each system (pH, conductivity, nitrites, nitrates, and
ammonia). Users with db_admin permission are able to define new water systems in
Facility / Water system. Individual racks can be ascribed to a water system in the Racks
submenu.

Fish Facility Calendar Projects Stats QJF @Help~ B & TestUser ® |ZB3-ARM

Facilityview  Rooms Racks Design rack Water system
zzsov] «» £5/5 n

Name Racks Temperature pH Conductivity NHz [mg/1] NO, [mg/1] NO3 [mg/1] Last Log Active
279 73 691.0 0.0 0.05 247
Fish facility | (] = 2023-11-02 13:00 [UTC] v
260-290 60-80 3000 - 1500.0 00-01 00-03 00-250
70 275 698.0 0.0 0.04 276
Backupll o = 2023-11-02 13:00 [UTC] v
260-290 60-80 300.0 - 1500.0 00-01 00-03 00-250
278 693 704.0 0.0 0.03 0.0
Karanténa 1 (] iz 2022-11-1718:00 [UTC] !
260-290 60-80 3000 - 1500.0 00-01 00-03 00-250
279 7.05 700.0 0.0 0.0204 15.0
Fish facility Il o = 2023-11-23 14:28 [UTC] v
260-290 60-80 300.0 - 1500.0 00-01 00-03 00-250
Backup| (] 2% A LAY e wy Gk 2023-11-02 13:00 [UTC] v
260-290 60-80 3000 - 1500.0 00-01 00-03 00-250
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2.4.1 Known bugs

Once you have a new system stored and associated with corresponding racks, you can
store values for each water quality parameter and track them in time - go to the detail
of a selected water system and click the Log water status button.

Add new water
quality log List of previous logs

Fish Facllity Calendar Projecls Stats QJF @Help~r B B TestUser (® | ZB3-ARM

Facility view Rooms Racks Design rack Water system

Watersystem #4 - Back up Il

Back tolist
Name Backup Il |~ Last data i= seefulllist
Description § Temp. pH Cond.
Temperature 70 e NH3 NO,  NO3
Temperature range 26.0-290 28.0 70 699.0
pH 275 2022-05-12 13:08 [UTC] 02 0om ©3
pH range 60-80 27.8 70 706.0
Conductivity 698.0 2022-05-19 14:0@ [UTC] 00 002 200
Conductivity range 300.0 - 1500.0 279 70 698.0
NHs [mg/l] 00 2022-05-26 13:0@ [UTC] 004 0026 268
NH3 [mg/I] range 0.0-01 279 70 6930
NO2 [mg/1] 004 e e ol 003 0053 254
NO, [mg/I] range 00-03 279 70 7120
NOs [mg/l] 276 2022-06-09 13:08 [UTC] 013 0.076 213
NO3 [mg/I] range 0.0-25.0 28.0 70 703.0
Last Log 2023-11-02 13:00 [UTC] 2022-06-16 13:08 [UTC] 008 0033 %7
Racks BO1 28.0 70 6910
BO2 2022-06-3@ 13:17 [UTC]
005 0023 391
== e

NOTE: Uploads of water logs exported from the water control units will be available in
one of the next releases.

2.4.1 Known bugs

* Actions available in the action menu accessible in view mode do not reflect the user's permissions nor substock

status (all actions are available although they cannot be saved in case the users do not have permissions for it).
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2.5 Calendar and requesting

2.5 Calendar and requesting

The calendar serves as an interface for planning experiments and other procedures.
The user can request actions from the facility staff and other users, or plan an action or
a task for oneself. To create a request, click Add request in the Action menu or click
the Plus button in the calendar. By default, all users can add requests, but this right
can be restricted for each request type in Admin/Permission groups.

It is possible to choose from the following request types:

+ Setup fish for crossing - Transfer fish to the breeding tanks on a specific date.

* Crossing - Cross the fish on a specific date (this generates two requests: a request
to setup the fish for crossing one day ahead, and a request for crossing on the date
specified in the request).

+ Fish - Produce fish of a desired age by a certain date. Requests for crossing and
setup for crossing will be generated automatically accordingly to the requested fish
age.

» Transfer - Transfer a substock to a defined position in the facility.

+ Terminate - Terminate a substock in the facility on a certain date.

« Import - Import a fish stock/fishline from a source outside the facility.

+ Export - Export a fishline/stock to a different facility.

* Genotyping - Perform genotyping on the selected substock.

* Mobilize - Special treatment of a fish substock for a defined period, e.g. special
feeding regime or mating. The treatment should be described in detail in the
Description field.

« Custom - This request type allows the specification of any custom request.

2.5.1 Browsing

Calendar view

The calendar can be displayed in the form of a weekly or monthly view. A filterable
list of all requests is available in the Requests submenu.
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The default view shows only requests relevant to the specific user; i.e. the user's
assignments, submissions, or general entries not assigned to any specific user (i.e.
available for any user to accept). To change this, click Show all requests in the top left

corner.

You can search for requests based on the assignee, submitter, request status, room, or
request type. It is also possible to search for keywords in the request descriptions.
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2.5.2 Workflow

@Help~ @ & TestUser (® |zB3-ARM

View: all v Room: Start typing. - ‘
Description contains: Fishline: Start typing. - \
Assignee: Start typing - ‘ Submitters workgroup: | Start typing -
Submitter: Start typing ¥ ‘ Request type: izl
transfer [1]
Omit auto-generated custom [264]
requests crossing [1987]
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performed [4084] terminate [81]
accepted [300] mobilize [30]
unassigned [161]
v Applyfiiter | & Resettodefautt | @ Clearfiter
le s —
[30] v | 2024 >

2.5.2 Workflow

Wednesday

28 (levents)

Sunday

When a new request is entered, it will be displayed in the calendar. A notification will
be sent to in-app or other channels (see more in Notifications). In case the assignees
are specified, the notification will be sent only to them, otherwise, the notification will

reach all users.

Statuses

By default, all users are allowed to change the status of any request (i.e. accept,

perform, decline, or unassign themselves...). The statuses are color-coded in the

following manner:

* grey - new, unassigned request

* light blue - request assigned to a specific user(s)

* blue - accepted request
* green - performed request

e red - declined request

A yellow bar on the left side of the request indicates a request associated with the user

(it has been either entered by this user or assigned to him/her).

Further information about the request (i.e. the requested task and the assignee) can be
viewed either in the request detail or by hovering over it with a cursor.
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2.5.2 Workflow

The changes in the status are visualized in the request detail, including user comments.
Comments can be added to a request independently of any action, or can be connected

to a specific action. For the action Decline, it is mandatory to enter an explanation
before saving the action.

Setup for crossing fishline WT (AB) [&detil

Submitter jovana

Due date 2024-03-04
Assigned to jovana
Fishline WT (AB)
Tanks 6

Description Injikace.

2024-03-04 14:47 [UTC]  jovana accept

Action

Add some note to your action.

Vi
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2.6 Statistics

2.6 Statistics

Statistics displays an overview of your facility's fish stocks. Using the export button in
the top right corner you can export the data to a .xls file based on the selected filters.

2.6.1 General stats

General overview

* Total number of tanks The number of tank positions available in your facility
» Total number of substocks The total number of all live substocks

* Productive fish count The total number of productive fish in the facility

Pie charts

 Fishlines based on the genotype (transgenic, mutant, mixed, wild-type)

* Fish based on age (fry, juvenile, adult, retired)

General stats Billing stats @

Facility statistics

-

Total number of tanks: 1408 Total number of substocks: 812 Productive fish count: 996

Fish Fishlines
Total: 32081 Total: 161

Fry (0) Juvenile (2353) W Adult (9096) W Retired (20632) M Transgenic (77) I Mutant (50) Mixed (20) Wild Type (14)
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2.6.1 General stats

Bar charts

By default, bar charts are showing monthly statistics for the last 12 months.

* Born fish the number of animals based on the initial counts of substocks with the corresponding date of birth
* Deceased fish the total number of fish reported as "found dead"
¢ Euthanized fish the total number of fish reported as "euthanized"

* Fish used for experiments the total number of fish used in an experiment, can be further refined by defining

the desired experiment in the filter.

To change the bar period or filter for any further specifications, click on the Filter

button next to the Productivity, usage, and health heading. Additional details can be
defined here.

Productivity, usage, and health ©  2021-10-01- 2021-12-15 [week]
Born fish l
Total: 12475 1
ota Adjust bar charts
oo 10005
10000

8000

6000

4000

2000 0 0 0 0 1020 810 620 0 0 20
0

2021[39] 2021[40] 2021[41] 2021[42] 2021[43] 2021[44] 2021[45] 2021[46] 2021[47] 2021[48] 2021[49]

Deceased fish
Total: 8280

10000 8010
8000

6000

4000

2000 0 0 2 0 206 0 12 0 0 35 15
0

2021[39] 2021[40] 2021[41] 2021[42] 2021[43] 2021[44] 2021[45] 2021[46] 2021[47] 2021[48] 2021[49] 2021[50]

added inv. 3.1.7
Other count types can be included in the statistics by setting the count

types parameter custom stats to True (go to Admin > Codebooks > Count Type). Every

count type with custom stats = True will then have its own bar chart in stats (named
Custom stats: <count type name>).
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List of count types

Name

start count

died

euthanized

used for experiment
split out

merge

correct

split start count

special count type

Filtering

Type

set
sub
sub
sub
sub
set
set
set

sub

Can be set by Is initial count

user type

v

v

v

X

Needs
experiment

X

X

2.6.1 General stats

Deleted items H Add count type H o 54 ]

Needs
method

X

X

Custom
stats Active
X v
X v
X v
X v
X v
X v
X v
X v

General info about filters

How filters work - useful if you need something special

' Filters can be combined except for the WT/non-WT switch and genotypes.

Bar chart data can be filtered based on any string included in the substock name by

adjusting:

¢ Name contains
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2.6.2 Billing stats

For the bar charts, it is further possible to select:

* Fishline - one or multiple fishlines

* Responsible user - one or multiple users who are associated with the corresponding fishline

* Fishline background - one or multiple fishline background(s)

* Modification category - one or multiple categories of the associated genotypes

* Marker gene - one or multiple genes associated with the corresponding transgenic genotypes (e.g. GFP)
* Date of birth - to adjust the period for DOB

* Experiment - one or multiple experiments

* Rooms - rooms based on current substock positions

* Racks - racks based on current substock positions

* Workgroups- one or multiple workgroups, based on the current workgroups associated with substocks
* Owner - one or multiple owners, based on owners associated with substocks (current state)

* Project - one or multiple projects, based on projects associated with substocks (current state)

* Genotypes - one or multiple genotypes

* WI/non-WT switch - to show all data only for WT or only for the modified substocks

e Status - one or multiple statuses that should be displayed

2.6.2 Billing stats

Generating billing statistics is slow so please be patient.

The billing statistics report the number of living fish and used tanks over a given
period. The default period is the last whole calendar month; this can be changed in the
Filters.

Tank counts (!)

« filtering by room provides only the counts of fish placed in the selected room

* wider tanks are considered single tank

« split or shared tanks are considered single tank

« if a tank is occupied by two substocks owned by different workgroups and billing stats are calculated for the

workgroups separately, this tank will be counted twice (once for each of the workgroups)
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Tank pricing

The price per day can be set for each tank (for admins only).

806-11

WT AB (DR)
o

one tank

2.6.2 Billing stats

added in v. 3.2.0

1. prepare predefined prices - Admin / Codebooks / Others / Position Price:

prepare some predefined prices that can be attached to the tanks
2. set default price - Admin / Configuration / defaults.position.price

3. assign prices to tanks - Facility view:

use scope "Price" to visualize and mode "Price" to edit (you can set a price for both empty and occupied tanks)

Q Status ~ [ Q View | 3 Transfer | [ Batch Select | & Block

&2 Status

2 [N Q
@ Diet L - o

X Light
O Species

0 selected --none --

v

| {83 Count
& Experiment
& Substock use
& Printing

| € Price ‘
Cl

co1

(2]
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2.6.2 Billing stats

Predefined price cannot be assigned retrospectively!

When the default tank price is changed, the change will affect the pricing in general disregarding when the
actual change was performed. However, if the predefined tank price is reassigned, the tank price will change
starting from the date the change was performed (changing the value of a predefined price works
retrospectively).

Billing statistics graph

I fish count [ used tanks

N I P > P P S PP N N O o A R R W AN ) b ah 4 b D @ @ D A
o~ P P p;\'& e ® o~ N o~ W o~ 0‘2’ I 0% o ¥ " 4 > N o 4 \0‘5 " S P o NN 1,\,0%
N e L L A s Al Ll NS N A P LR P A

1. fish count scale
2. used tanks scale

3. legend - clicking on a dataset toggles its visibility

Plans for future versions

« billing based on requests
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2.7 Useful tips, shortcuts, etc.

2.7 Useful tips, shortcuts, etc.

2.7.1 Use cases

Use your mobile device to perform substock actions

Zebrabase is designed to be fish-facility-friendly. The website is composed to work on
any kind of device, so many actions can be performed directly on-site with a mobile
phone or a tablet, without having to go to your PC. You can get the most out of it if
you use the QR labels provided by Zebrabase - the QR code leads to the detail of the
specific substock, where you can perform any action you need right away!

Cd45:DsReq - 7
(H 0045 DsRey (1}

.E] *ﬁ@ DOB: 20231003 “ %i‘*ﬁ@“"“m-m»m
Iy

" 1D 7437 16517 /2

[=]r"E% POS: C04:C01
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Substock #16877 - WT (AB) 2023-12-
05/3 7545 (8)

o =)
RIEICIRIEIES

CILILULILIRY
Species

SSID 16877

Status unproductive >
Tags

Stock WT (AB) 2023-12-05/3
Num 8/9

Fishline WT (AB)

Suffix 7545

Background AB

Position C05:D06

F-gen

Use

Funding

Count 10

Birth 2023-12-05

Death not yet

Most severe

procedure

Parante O WT (AR 2N22-NA-N2/2 AATA

Substocks *

Filter: All[1] Problematic @[0]

Add a substock... B

7545-16877 WT (AB) 2023- C05:D06 10 @
12-05/3 7545 (8) #9143

Performed * @

date of execution

2024-04-26
Note
Count type *
died after 90dpf v
Count *
*
2 all fish

Use the substock/stock/fishline suffixes

2.7.1 Use cases

Terminate

Substocks *

Filter: All[1]  Problematic @[0]

Add a substock... B

7545-16877 WT (AB) 2023- C05:D06 10 @ &
12-05/3 7545 (8) #8143

Performed * @  date of execution

2024-04-26

Note

Count type *

euthanized (healthy) v

Method @

Start typing... v

Reason @

Start typing... .

Zebrabase keeps track of three types of name suffixes: substock, stock, and fishline.
The suffix will be used in names of all subordinate substocks, i.e. stock suffix for all fish
in the stock and fishline suffix for all fish in the fishline. You can use all three at the
same time, and all will be displayed in the substock name.
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2.7.2 Keyboard shortcuts

Substock #16936 - CASPER 2023-12-13/1 fishline-suffix stock-suffix substock-suffix (2)

[ Update stock H Back to list I I &3 Notify owners l I S Print QR I
BIEERENLIEIENESREENENE N RE NS

Species S Label © *»
SsID 16936
Status . CASPER fishline —suffix stock—s
. uffix substock — suffix
ags
Stock CASPER (fishline-suffix) 2023-12-13/1 stock-suffix E . E DOB: 2023—12—13
] * : — —
2/4
nom ! 4R ID: 758116936
Fishline CASPER (fishline-suffix) E oz Pos. cozcos
Suffix substock-suffix
Background AB .
grou (@ Observation log
Position C02:Co8
F-gen There is nothing here, yet.

Use

2.7.2 Keyboard shortcuts

Global

e Esc+Esc closes all alert messages

Facility

e Shift+V+V - view mode
e Shift+T+T - transfer mode
e Shift+S+S - batch select mode

e shift+B+B - blocking mode

Forms

e Ctrl+S - submit form - doesn't work when the cursor is in a text field and also may work differently depending

on the browser
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2.7.3 URL filters

2.7.3 URL filters

Replace the <prefix> field with the URL prefix of your instance.

« Filter for specific stock ID in Substocks:
https://<prefix>.zebrabase.org/list/substock?stock id=655& url=True

« Filter for specific substock ID in Substocks:
https://<prefix>.zebrabase.org/list/substock?id=500& url=True

« Filter for specific substock ID in the billing statistics:
https://<prefix>.zebrabase.org/stats/billing?id=13069& url

+ Filter for specific stock ID in Count actions in Action log:
https://<prefix>.zebrabase.org/list/input _count?substock stock id=6552& url (for
checking how the fish numbers in the stock were changing throughout the time)

2.7.4 Excel spreadsheet

You can use this Excel spreadsheet for accessing and downloading certain lists
(substocks, fishlines, ...) from Zebrabase.
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2.8 FAQ

2.8 FAQ

2.8.1 Racks

I was wondering if there is any way to delete a rack?

Go to Facility and select "Racks" in the top menu. Select a rack from the list and go to
its detail by clicking its name, then click "Delete". This action is available only to users
with the corresponding permission (admin and facility).

I needed to edit a rack that was customized manually but can't manage to do it. Is it possible to

edit customized racks once already created?

Please create a new rack, move the substocks there, and delete the old one (this
workflow may be helpful: batch mode — select a row or whole rack — put on shelf -
transfer mode — move from the shelf to the new rack).

Is it possible to move an entire rack from one room to another?

Go to Facility/Racks, select your rack and click Update.

2.8.2 Actions

I need your expertise in how is best to proceed when we’re injecting a construct not into WT lines

but into a transgenic line. What is the best way to create such a fishline?

You have the option to add a genotype while crossing - in the Crossing form, click Add
non-parental genotypes and select a genotype from the list (i.e. the genotype needs to
be defined first in Genotypes). This will work for both WT and transgenic parents.

Is there a way of registering crossings without generating a new substock? Most of the
crossings we do are to generate embryos for experiments, so they will not give rise to a new stock.
Therefore, we find it useful to have records for the dates of crosses, but not to have associated

stocks.
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2.8.3 Pricing & billing

We recommend setting the “Number of fish in each substock” to 0 in the Crossing form
- this will automatically create a dead substock which will not appear on lists nor in
statistics.

I crossed one line to originate another substock and by mistake used the wrong parent lines. How

can I reverse this crossing and change the parent lines that originated the substock?

You can delete the new substock and the crossing action and try it again. The link to the
action detail is in Action log in the substock detail, or you can find it in Admin / Logs /
Action log. The substock can be deleted by clicking the red Delete button in the
substock detail.

2.8.3 Pricing & billing

Could you explain your pricing? I see a “flat fee” and a “per tank fee.” Do I combine these? Our
facility has about 1000 tanks, with the possibility of adding more. Could you estimate our cost per

year for the different plans, (Premium, Standard, Basic)?

The price is a combination of a flat fee and price per tank. The number of tanks is
usually estimated as the actual size of your facility, however, can be lower if you don't
use its whole capacity. For 1000 tanks, it would be 999 EUR per year for Standard or
1299 EUR for Premium. You can use the price calculator available on our webpage.

How do I determine the number of tanks we should pay for?

The general rule of thumb is the actual size of your facility, however, we actually bill on
the basis of live substocks (fish groups occupying one tank) in the database. This is
because some facilities don't use their whole capacity, but still want to have all tanks
defined in Zebrabase. So, you can only count the “active tanks” in your facility and pay
for those.

The number of paid substocks should not be breached at any point of the year. Of
course, it is always possible to add more substocks for the price in the pricing table.

2.8.4 Users & passwords

I am trying to add a user, but he cannot log in to change his password to start.
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2.8.4 Users & passwords

You as an admin only fill in the username, email, and the first and the last name of the
user. The user receives a randomly generated password by e-mail immediately after his
account is created. If the email address is incorrect, the original password email is lost,
but you (admin) can set the correct address by updating the user, and then the user can
reset his/her password from the login page.

I managed to create users and assign them to workgroups, but I could not generate user accounts
with unique permissions and privileges. Is this possible? So far, we are using only the admin

login credentials.

You can assign a user to a permission group either when creating the user account, or
in Admin/Users/go to user detail/Update. There are predefined permission groups (e.g.
facility, admin, etc.), or you can create specialized groups depending on your facility's

needs. This can be done in Admin/Permission groups.

I would like to create a new user group. People from our department will access my database to
get fish counts and tank counts. Could I create a group that would have permission to access all

data, but can't edit anything?

You don’t need any special permissions to read the data, so it is possible to leave these
users without any group. Another option is to create a new “guest” permission group
with no permissions. New permission groups can be created in Admin/Permission
groups.

I have been trying to add new users to my database. Somehow they seem to not receive the email
with their login credentials. Can I somehow resend the email? Or what would be the best way of

adding them?

They can recover their password from the login page by clicking Forgot password? this
will reset the password and send the new credentials to the user's email. If the new
recovery email is also lost, the problem is most probably in your antispams or firewalls.
The admin can change the user email address in Zebrabase and retry to recover the
password this way.

Is it possible to change the user name of an existing account? It is currently XXX but she would
like to have the user name YYY, for identification purposes once the labels are printed. Is it possible
to do this for the admin? And for the other users, will we need to create new accounts to update the

names in the same way?

- 62/162 - zebrabase.org



2.8.5 Data import

Admins cannot change the username of an already existing user. Nevertheless, in
exceptional situations (just one or two users), we can change it for you. Please, think in
advance about what usernames you want to use. And of course, you can always do it
the way you suggested - create a new user account and deactivate the old one.

One user requested a new password, which she got, but now she would like to change the

password to something easier to remember.

Every user can change his/her own password: click your name in the top-right corner of
the page to get to the user profile page, then click Change password. No permissions
are needed to do it. Check if you are entering the generated password correctly (no
leading/ending spaces etc.). Is the new password strong enough? The requirements are:

1. at least 8 characters long
2. not numeric-only

3. not too common (basic sequences or dictionary words are disqualified)

2.8.5 Data import

I can’t find a way to import my data into your database. I have a lot of information in Excel files
about the facility that I would like to import. Even though I have to make changes to my format it is

much easier to import than to transfer one by one.

Data imports can be performed only with our assistance. Upon request, we will provide
you with a template Excel file. After filling out the template, return it to us and we will
proceed with the import. You will be able to import the stock/substock-related data. If
your import contains position information, substock owners, workgroups, etc., it is
necessary to have these structures already predefined in Zebrabase before the import.

2.8.6 Backups

Is it possible to receive an exported version of our database, so we can separately store a backup
of our data? If there is a way for me to complete the export, could you point me to how to get

started?

You can export all your substock data to an .xlsx file(there is an export/download icon in
the upper right corner of the substock page). If you wish for the complete database
backup (dump), we can also provide that but it is not accessible from the GUI. I.e.
downloading data backups is possible upon request.
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2.8.7 Printing

Finally, I have a Zebra GK420t printer available. In the database, however, I see the message

printer unreachable.

Please look at https://docs.zebrabase.org/admin/09-printing troubleshooting/ and try to
locate the problem. It looks like the Printwes2 Client software is not running on the
computer where you run Zebrabase. Alternatively, the printer is not switched on or is
not connected to the same computer. If you are unable to solve the problem, send us
snapshots of what the Printwes2 Client is showing (connection status, list of available
printers).

Just recently the database started printing 2 labels rather than 1. It prints a duplicate label

regardless of the device used to print from (iPad/computer)

You probably have Printwes2 Client running on two different computers and both
computers have access to the same printer. You can prevent printing the label twice by
switching off one of the Printwes2 Clients.

I'm trying to connect my new printer with Zebrabase and I went through your troubleshooting list: I
can’t print your example even from the Printwes2 Client GUI web page "Print". I may not be
using the right language for the template. The user manual indicates that this printer supports
the Datamax® 3 language, Zebra®6 language, and Eltron®6 language. I also noticed the print

button in Zebrabase (in Print QR) remains gray.

If you are using a Mac OS to run the Printwes2 Client and it does not work, you should
try the procedure for installation of label printers for that system from the Zebra
printers manufacturer: Installing a Zebra Printer on a Mac. Your printer should support
ZPL language emulation, but the quality of emulation offered by non-Zebra
manufacturers is uncertain and can differ from model to model, and the fastest method
how to find out if it works for your labels is just to try. The first attempt should be made
with software delivered by the manufacturer of your printer.

The Printwes2 client will not open on my Mac so I cannot print labels from Zebrabase. I have
tried uninstalling and reinstalling Printwes?2 three times, and the application still will not open/run.
My Intermec PC43t printer works and will print labels from other applications. Do you know what I

should do to correct this problem, or do you have the contact information for the people who

developed Printwes?
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2.8.7 Printing

The version of the Printwes2 client you are using has the problem that if the program is
not shut down correctly, it leaves in the folder ~/.printwes?2 the file

printwes systray.pid. The presence of this file indicates that the program is already
running (even if it does not) so an attempt to start the Printwes2 client again will fail.
Please download a new version of Printwes. Alternatively, the workaround is to delete
this file manually, i.e., delete the file ~/.printwes2/printwes systray.pid The ~ means
the home folder of the user who installed the Printwes?2 client, usually /Users/
USERNAME, where the USERNAME is replaced with the actual user name.

I'm trying to work out how to apply the split code. In my label code below, the
substock.project.name is often too long to fit on one line, but there is space within the label to split it

across two lines. How would I apply the split code to do this please? Also, is it possible to change the

font size of just one line or one item?

You can find the information about printing templates in the manual:
https://docs.zebrabase.org/admin/08-printing/#printing-templates

You can also get information about individual ZPL commands (e.g., ~CF, ~FQ, ...) on
the page Labelary Online ZPL Viewer. Here, you can paste your Rendered source code
(from the template update page) and when you click on a ZPL command in the text it
will show you help for that command in the lower part of the web page. You can split
any text using the smart split command which is already used in the template for the
substock name, so for your project name you can use, e.g.: {% set prj name parts =
substock.project.name | unidecode | smart split(30) %} and then print

prj name parts[0], prj name parts[1], ... (the unidecode filter splits the eventual
accents from the letters). You can change 30 to any other number of characters to be in
the part of the project name. But I would recommend using the substock.project.code
unless you have a special reason to have the full name of the project on the label. To
change the font just for the following “FD command you can use ~A command, e.g., to
print a really small text: ~A0,10,10.

I have got the printer set up and working, using the printwes client on a networked
computer. However, it only works when I, individually log onto that specific computer to launch the
client. If I log off, or log onto another computer on our network the printer is unreachable. Is it the
case that the Printwes client software must be running in order to print from Zebrabase on any
computer? This is problematic as we hotdesk, so I'm not always logged onto that computer. Any

advice you can provide?
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2.8.7 Printing

This is how the Printwes client works now. It must be running in a logged-in user
account. Nevertheless, the screen for the user account can be locked if security is a
problem. Or, a special user account can be created just for the Printwes client.

If you are using the remote mode configuration of Printwes, it makes sense to install
the Printwes client only on computers that are connected to different printers. The
printers should have different names assigned to recognize them. Another option is to
switch Printwes to the local mode, then you can have Printwes clients installed on any
number of computers (all with connection to the printer). But you would be able to
print only from the computers with the Printwes client installed.

We are interested in purchasing a label printer. Based on the docs, it appears that the Zebra ZD420
is recommended. Have you found labels that work well for this printer and fish facility tanks? If

so, could you please send me the info on the labels?

Any labels of the size 1 x 1.5 inches (25 mm x 38 mm) or larger can be used for printing
the Zebrabase QR labels. If you want to use larger labels, you should keep in mind that
the width of the label must be smaller or equal to the maximum supported label width
of your label printer the roll core diameter and its outer diameter must correspond to
the values stated in the specification of your label printer.

I want to install the Printwes 2.0.8 client on a Windows server without having a user to be
logged on all the time. I have not found documentation about this setup, could you please help me

out?

Printwes Client currently can not be run as a Windows service. Running it from a
regular user account proved to be easy and for the Printwes local mode, it is also quite
reasonable. See also Printwes2 Client user account FAQ above.
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3. Admin

3. Admin

3.1 Initial facility configuration

This chapter explains the steps required for the initial setup of rooms and racks in the
facility layout, creating new fishlines and substocks, adding users and defining user
rights. It is advisable to go through the setup process step by step before you start
using Zebrabase but you can also come back later to re-define any part of the
configuration.

Please, be aware that the facility configuration is only accessible to administrators. For the initial setup, use
the admin credentials you have received via e-mail.

Sections:

. Fishlines

. Founder substocks
. Rooms

. Racks

. Species parameters
. Diet, Light

. Tags

. Users

. Workgroups

10. Projects

11. Printing

© 00 4 O U b WIN -

3.1.1 1. Fishlines

Fish / Fishlines / Add fishline

In Zebrabase, each fish substock is assigned to a specific fishline that is defined by
genotypes and/or an alias. It is mandatory to fill at least one of these two fields. If an

alias is available, it will be used preferentially for creating stock and substock names.

Entering wild-type fishlines

1) Enter fishline alias
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3.1.1 1. Fishlines

This is the only compulsory field for WT lines. The recommended format of an alias for
a wild-type line is “WT (AB)”, where the background is in brackets.

2) Fill in other optional parameters and fields

* Genotypes

* Origin - who created the fishline

Source - who provided the fishline

In facility since - date

File Attachment - protocol, image, publication etc.

Suffix - this is an additional note or descriptor for your fishline; for instance, if you have two fishlines with
identical genotypes, you can distinguish them by attaching a suffix to one or both of them

* Responsible user - this person will appear as a responsible person for any fish belonging to the particular
fishline

¢ ... and more, see image:

Species
(only fori with the multi-speci ion) Attach documents
User responsible for - . Where was the fishline . .
fishline maintenance Fishline funding sourced from Original strain
e.g. AB line, Casper
Linked genotypes Where was the Suffix

fishline generated will be displayed for the fishline When was the fishline
introduced to facility

Fishline alias e.g. a specific lab and for the derived stocks and substocks

Fish Facility Calendar Projects Stats QF @Help~ @ B TestUser (® | ZB3-ARM

Genotypes Fishlires Slocks Substocks

New fishline

 Alias | M In facility since
yyyy-mm-dd
Genotypes.
Start typing I ‘
Responsible user Origin Background
Start typing l + | T Starttyping... ' « | | starttyping.. ~ | | starttyping.. -
Funding Attachments
Start typing EZ‘ Start typing EE‘ Start typing - ‘
Description
p
Workgroups

‘engs to select Selected items

Cog Fishlines

Workgroups with acces to fishline Associated projects
for animal reporting
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3.1.1 1. Fishlines

Entering genetically-modified fishlines

1) Select genotypes

Genetically modified or mutant lines are defined by their genotypes. Each genotype
describes one mutation/transgene, and their combination describes the fishline. If the
genotype is already stored in the database, start writing into the genotype field and
select from the suggested options. If you need to assign more genotypes, repeat the
procedure.

If the fishline you are creating carries genotypes that have not been previously defined
in Zebrabase, you will need to define them first. To do so, click the plus sign next to the
Genotype field and:

1. Select the modification category (transgenic or mutant) from the drop-down menu.

2. For transgenic lines, enter driver, triggered gene, and optionally the allele/mutation, e.g. mitfa:BRAFV600E or
gatal:DsRed.

3. For mutant lines, define the affected gene and optionally, allele/mutation.

4. Save the genotype.

5. To add another genotype, click the plus button again and repeat the process.

You can also define genotypes independently in Fish / Genotypes / Add genotype.

Fish Facility Calendar Projects Stats Admin @ @ Help ~ B & TestAdmin (& ZB3-ARM

Genotypes Fishlines ~ Stocks  Substocks
New genotype

Modification category *

Transgenic v

Transgenic
Driver * Triggered gene *

Start typing x ‘ - ‘ Start typing EE‘

Allele / Mutation

Save and add another Back to list

Optionally, you can also create a new modification category in Admin / Codebooks / Mod Category. This can
be an “Enhancer trap”, for example. You will need to specify if the modification category “behaves” like a
transgenic (driver and triggered gene) or mutant (affected gene) genotype.
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3.1.2 2. Founder substocks

Editing genotypes

If you wish to edit some of the genotypes that have already been assigned to one or
more fishlines, you can do so in Fish / Genotypes / Edit. If you edit a genotype, it will be
updated for all the fishlines that have it assigned.

3.1.2 2. Founder substocks

Fish / Substocks / Founder substock

Substock is the basic functional unit in Zebrabase. It represents a group of fish that
originate from a single crossing and are kept together in a tank. A substock, together
with its sibling substocks from the same crossing, form a stock. All the fish from one
stock share the same parents and date of birth (DOB), but they are rather a virtual unit
in Zebrabase, i.e. not many actions are connected directly to stocks. The real functional
subunits, i.e. the fish of a defined origin in a tank are called substocks.

Usually, substocks are created automatically by the Crossing action. Founder substock
should be created only in case it is necessary, e.g. when receiving fish from another
facility, or when setting up Zebrabase.

In the Founder substock form, it is mandatory to select the fishline and the date of
birth. The rest of the fields are optional. Substocks ascribed to a specific workgroup are
not visible for users outside the workgroup (they will be greyed out and locked in the
Facility view).

Fish Facility Calendar Projects Stats Admin QF @Help~r © & TestAdmin (& | ZB3-ARM

Genotypes Fishlines Stocks Substocks
New substock m
»® Stock
Fishline * Date of birth * Gen. Suffix
Start typing... Ez‘ yyyy-mm-dd
® Substock
Number of substocks © * Fish in each substock Position © A Suffix
1 Find a position by name x |
Description
Substock owners Workgroups @ Substock project @
Start typing. - ‘ Start typing.. N Start typing EE‘
m Save and add another [l SRRy
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3.1.3 3. Rooms

3.1.3 3. Rooms
Facility / Rooms / Add Room

In Zebrabase, you can reflect the layout of your facility by defining Rooms and Racks.

Create the first room of your facility and then press Save and add another to define
more rooms or simply Save and continue to the next part of the facility configuration.

Fish Facility Calendar Projects Stats Admin 3 @ Help ~ B & TestAdmin & | ZB3-ARM
Facility view Racks Design rack Water system
New room E

Save and add another R

3.1.4 4. Racks

Facility / Design Rack

Once you have your rooms defined, you can fill them with racks. In Step 1, you can
define the number of rows and columns independently for each rack you add to your
facility. In Step 2, enter the name of your rack and select the room. To use the rack
setup for multiple racks, click Add rack form and fill in the new form. Please, note that
Zebrabase currently supports tanks occupying up to 4x standard tank width.

When you are finished designing your rack, hit Save and your newly designed racks will
appear in the Facility view.
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3.1.5 5. Species parameters

Delete tank

Fish Facility Calendar Projecte Stats QJ @ Help ~ B ©& TestUser (® | ZB3-ARM

Facilityview ~ Rooms  Racks Water system

Design facility

Step 1
Step 1: Design rack structure

Delete row A =10 0] o] [o] [o] o 5] 8] [0] [s]
Add tank \g
Move row up/down ~ “ n n ﬂ n ﬂ u n n n n
D o o] o o o o ] o o o
Y o o o o o o a o o o
t+8
Y o o o o o o a o o a
t+@
=110}, {"columns" 510}, {"columns" 16}, {"columns" 10}, {"colums":10}]}
y
Step 2
\l Step 2: Specify racks] ‘ Add rack form
Name * Name * E
Room * Room
none v v
Description Description

3.1.5 5. Species parameters

Although the default settings connected to species are pre-set for zebrafish, they can be
tweaked based on the facility's practice, or changed to suit a different species. These
parameters include the age when the animals become juvenile/adult/retired, or the
threshold densities of animals in tanks (used for color-coding tanks in the Facility view).
They can be configured in Admin / Configuration under the following keys:

e substock.age.juvenile - age in days when fry becomes juvenile (default value: 7)

* substock.age.adult - age in days when juvenile becomes adult (default value: 90)

* substock.age.retired - age in days when adult becomes retired (default value: 549)

* substock.count.verylow - upper limit for the count of fish in a tank to be color-coded as "very low" (default
value: 5)

* substock.count.low - upper limit for the count of fish in a tank to be color-coded as "low" (default value: 15)

* substock.count.standard - upper limit for the count of fish in a tank to be color-coded as "standard" (default
value: 25)

* substock.count.high - upper limit for the count of fish in a tank to be color-coded as "high" - above this limit, the

value is "very high" (default value: 35)
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3.1.6 6. Diet, Light

If you have the multi-species extension active, you can define these settings for multiple
different species. Please see Multi-species module for more details.

3.1.6 6. Diet, Light
Admin / Codebooks / Diet Admin / Codebooks / Light

If you are planning to assign different diet and light conditions to different substocks,
first you need to define them to be able to use them for your fish. Go to Admin /
Codebooks, and select either Diet or Light. You can input new conditions by clicking the
blue plus button in the upper right corner.

Fish Facility Calendar Projects Stats Admin Q3 @Help~ @ & TestAdmin (& | ZB3-ARM

Dashboard Configuration Codebooks Workgroups Users Permission groups Notifications Attachments Newsletters Tutorials Logs ~

New diet m

You can change the diet and light setting for each substock in the action Conditions (in
the action panel in stock detail). It is also possible to change multiple substocks in bulk
using batch actions. Default diet is also one of the parameters associated with your
species.

3.1.7 7. Tags
Admin / Codebooks / Tag

Tags are used to associate additional, quickly accessible information with your
substocks (such as low productivity, illness, single fish in a tank...). Tags are visible
either in substock detail next to the name of the substock, or in facility view.

New tags can be designed in Admin / Codebooks / Tag. You can define the name and the
color of the tag, and write a short description. The name should be short (ideally one
word). Tags are most useful when only one or two of them are associated with a
substock.
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3.1.8 8. Users

Fish Facility Calendar Projects Stats Admin QF - B & TestAdmin (® | ZB3-ARM

Dashboard Configuration Codebooks Workgroups Users Permission groups Notifications Attachments Newsletters Tutorials Logs ~
New tag

Name * Preview

default

L . L]
L . L]
DEEn )

3.1.8 8. Users
Admin / Users / Add user

1. Adding a new user account The user name and a functional email must be
defined, as well as the first name and the last name of the user. Type of the user
(person/machine) must be selected. After saving the record, an email is sent to the
new user's address with the automatically generated password. The users can
change their password after logging into their account by clicking on their username
and the Change password icon.

2. Define additional details Adding the Slack user name is optional, as well as the
projects the user participates in. Permission groups determine the access rights the
user is going to have. In the default, there are four permission groups: guest, user,
facility, and admin. The rights of each permission group can be reviewed by the
admin in Admin / Permission groups. If a workgroup has been selected for the user,
he/she will only see the data belonging to his/her workgroup. Users without a
selected workgroup will only see the substocks and fishlines that do not belong to
any workgroup. In the table at the bottom of the form, the notification settings can
be defined. Each type of notification can be sent by one or more of the three types of
channels: Slack, e-mail, and system notifications (inbuilt Zebrabase messaging
system).

3. Select Save, or Save and add another
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3.1.8 8. Users

User accounts can be edited in Admin / Users by clicking on the edit icon on the right
side of the page or by clicking on the user and clicking on Update. An admin can ban a
user by clicking on the Ban user icon in order to prevent the user from logging into the
database (this will delete the user profile, however as most deleted items in Zebrabse,
it can be re-enabled later).
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Username *
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22 Access

Permission groups
Items to select
admin
_cron
facility
guest Lo
_monitoring

users

Projects

Start typing...

< Notifications

Event

Type *

person M

Slack

Last name *

Work groups

Selected items Items to select
CD Lab
Core Fishlines
Kozmik
Machon
Martasek
Novotny Lab

Slack

Selected items

E-mail

System

® Help ~

input.condition
Substock conditions changed.

input.count
Input count executed.

input.productivity

Input productivity executed.
input.productivity.juvenile
Productivity changed to juvenile.
input.productivity.productive
Productivity changed to productive.
input.productivity.retired
Productivity changed to retired.

input.substock_update
Substock updated.

input.transfer
Input transfer executed.

message.new
User got new system message.

project fish_limit_exceeded
Fish limit exceeded on some project.

project.severity_exceeded
Maximal severity exceeded on some procedure.

request.changed.assigned
User was assigned to request by edit request.

request.changed.data
Request details changed.

request.changed.status
Request status changed.

request.changed.unassigned
User was unassigned from request by edit request.

request.commented
Request commented.

request.created.assigned
New request was created - notify assignees.

request.declined
Request declined.

request.unassigned
Somebody unassigned from request.

substock.age.adult
‘Substock became adult.

substock.age.juvenile
Substock became juvenile.

substock.age.retired
Substock became retired.

m Save and add another

Back to list

3.1.9 9. Workgroups

Admin / Workgroups / Add workgroup
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3.1.10 10. Projects

Workgroups allow the separation of fishlines and users into multiple workgroups (these
may be for instance different labs). The data belonging to a specific workgroup are then
only visible to the corresponding members. All fishlines assigned to a specific
workgroup will be displayed only to its members. Fishlines with no workgroup
assigned will be visible to all.

Fish Facility Calendar Projects Stats Admin QF @Help~ @ & TestAdmin (& | ZB3-ARM
Dashboard Configuration Codebooks Workgroups Users  Permission groups  Notifications ~ Attachments Newsletters  Tutorials  Logs ~
New workgroup
Name * Description
Members

Start typing... . ‘
m Ol | Backtolist

Add fishlines to workgroups: Fish / Fishlines / Edit and select one or more workgroups
from the options.

Assigning users to workgroups: Admin / Workgroups / Edit, or in the user profiles:
Admin / Users / Edit.

Fish Facility Calendar Projects Stats Admin Q' ®@Help~r @ & TestAdmin (& | ZB3-ARM
Dashboard ~ Configuration ~ Codebooks ~ Workgroups Permission groups  Notifications ~ Attachments ~ Newsletters  Tutorials  Logs ~
Edit user #989 Test User (test-user) w

26 Personals

Username * Type *
test-user person v
Email * Slack

support@zebrabase.org

First name * Last name *

Test User

m

22 Access

Permission groups Work groups

Items to select Selected items Items to select Selected items
admin facility Core Fishlines CDLab
_cron users Novotny Lab
guest

_monitoring & >

Projects

Start typing.. - ‘

3.1.10 10. Projects
Admin / Codebooks / Project / Add Project
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3.1.11 11. Printing

Projects can be used to specify different project licenses/TACUC codes/permission IDs
or simply to separate fish into different projects. Enter the name and optionally also
description and attachment for each of your projects and then Save or Save and add
another.

Note that if you have the Animal reporting module extension active, there is an
additional setup needed for your projects. Please navigate to the Animal reporting
module configuration in that case.

Fish Facility Stats Admin @Help~ © & TestAdmin (& | zB3-BASIC
Dashboard Experiments
New project m
Code * Name * Description
Attachments Users
Start typing - ‘ Start typing... - ‘
Start Expiration Used fish limit
yyyy-mm-dd yyyy-mm-dd
Leader * Deputy *
Start typing ‘ Start typing... ‘

m Save and add another ‘Backtohst

3.1.11 11. Printing

Zebrabase allows you to print substock labels with your local label printer. You can use
the predefined Zebrabase templates, or create your own. A printing template is also
displayed in the substock detail - you can change the template used in the substock
detail by changing the configuration key substock.detail.label template .

You can find more info in the section Printing.
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